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the model plant
Arabidopsis thaliana,
established in 1999

The Arabidopsis Information Resource

Going to PAG 20172 Come to our workshop!
Focus on manual

curation of gene
function (~33,000 genes)

Explore different funding paths for data resources
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Was NSF-funded
1999-2013

(1.1M/yr direct costs at
peak funding)
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Now user supported
(1.1M/yr subscriptions
including academic
institutions and
companies

The Arabidopsis Information Resource (TAIR) maintains a database of genetic and molecular
biology data for the model higher plant Arabidopsis thaliana . Data available from TAIR includes
the complete genome sequence along with gene structure, gene product information, gene
expression, DNA and seed stocks, genome maps, genetic and physical markers, publications,
and information about the Arabidopsis research community. Gene product function data is
updated every week from the latest published research literature and community data
submissions. TAIR also provides extensive linkouts from our data pages to other Arabidopsis
resources.

PhoeniX

BIOINFORMATICS

Breaking News

TAIR/Phoenix at PAG XXV
[January 11, 2017)

TAIR and Phoenix staff are
heading to PAG. Come attend
our workshop or visit us at
booth #403. See you in San
Diego!

Ninth public release of
TAIR@Phoenix data

[January 4, 2017]

Ninth public release of data
curated under TAIR's
subscription-based funding
model. Files contain new
publications, annotations, gene
symbols and other data through
December 31, 2015.

Two New Sets of Confirmed
T-DNA Lines Available
[December 15, 2016)

Two new sets of first and
second-alleles of confirmed
T-DNA lines are now available
for ordering as CS27946 and
CS27956.

Thank you to our
contributors

[December 14, 2016)

A big shout out to our 86
authors who have contributed a
whopping 1308 gene
annotations in 2016! Thank you
for sharing with the community



Metrics must reflect purpose, priorities

Curated information source Data archive

* Selective data intake plus * Intake of datasets plus metadata
curation to insure quality associated to published work

e Synthesized information e Curation of metadata

* Reuse over deposition e Uses — Replication of published

* Meeting needs of researchers experiments

* Meeting needs of government,
institutions and journals

Metrics on data reuse, Metrics on rate of data
number of users, impact on deposition, recoverability of
research output, satisfaction datasets, usefulness to govt
of researchers and journals
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TAIR Impact Metrics — Usage and Citation

® Sessions

Google Analytics
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’ TAIR Usage 1/1/2016 —-12/31/2016

April 2016 July 2016 October 2016

Sessions Users Pageviews
2211899 425751 14180713

Pages / Session Avg. Session Duration Bounce Rate

6.41 _00:0725  3075%
GO gle "arabidopsis.org"
Scholar Page 9 of about 14,100 results (0.05 sec) 14,100 fu" text mentions

HTmL) Sorting of small RNAs into Arabidopsis argonaute complexes is directed by
the 5' terminal nucleotide

Case law S Mi, T Cai, Y Hu, Y Chen, E Hodges, F Ni, L Wu, S Li... - Cell, 2008 - Elsevier

Argonaute (AGO) proteins recruit small RNAs to form the core of RNAI effector complexes.

Arabidopsis encd
Cited by 748 R¢

Articles

My library
The Arabidopsis Information Resource (TAIR): improved gene annotation

and new tools 785 2012
P Lamesch, TZ Berardini, D Li, D Swarbreck, C Wilks, R Sasidharan,
Nucleic acids research 40 (D1), D1202-D1210

The Arabidopsis Information Resource (TAIR): gene structure and

function annotation 751 2008
D Swarbreck, C Wilks, P Lamesch, TZ Berardini, M Garcia-Hernandez,

Nucleic acids research 36 (suppl 1), D1009-D1014

The Arabidopsis Information Resource (TAIR): a model organism
database providing a centralized, curated gateway to Arabidopsis biology,
research materials and community 721 2003

SY Rhee, W Beavis, TZ Berardini, G Chen, D Dixon, A Doyle, .. : -
Nucleic acids research 31 (1), 224-228 Over 2200 c'tatlons
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Google Analytics usage data

— Unique visitors, sessions,
page views

— Institutional breadth

— Geographic breadth

Google Scholar

— Full text mentions (with
carefully chosen search
terms)

— Citations (always an
undercount, resources are
not consistently cited)



Additional TAIR Impact
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new search download
new community search check the boxes below and download results
Your query for persons where resulted in 35517 matches.
Displaying 1 - 25.
How necessary is TAIR and the data it L4

contains for your research or teaching?
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Not needed at
all
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Metrics

Number of Registered
Users

Value to community and
perception of quality
— Survey assessments



Repository life cycle

* Early phase projects should show increasing impact metrics
over time

 Mature projects should show high, stable or increasing impact



Social, technical, and financial issues

e Social

Best practices for measuring various types of impact should be developed.
Requirements for impact metrics should be raised up front (in calls for
proposals).

Proposers should be asked to discuss metrics by which impact can be
evaluated for future funding decisions.

Evaluation of metrics by grant review panel could be required as part of the
renewal process.

e Technical

Impact metrics must be standardized for meaningful comparisons

— They must also be easy to implement

* Financial
— Low cost measurement and reporting options exist (e.g. zero cost for Google
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Analytics and Google Scholar)



